
Parent seq      CACCUCGCAAUGACGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG 
P3_II_349;34;29 CACUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG 
P3_IOI_67;204;2 CACUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG 
P3_IOO_83;140;2 CACUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG 
P3_OII_5;7327;2 CACUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG 
P3_OIO_39;467;2 CACUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG 
P3_OOI_2;17695; CACUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG 
P3_OOO_7;2945;2 CACUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG 
                ***.********* ********************************************** 
 
 
Parent seq      GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGGGAUUCAAACC 
P3_II_349;34;29 GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGGGAUUCAAACC 
P3_IOI_67;204;2 GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGGGAUUCAAACC 
P3_IOO_83;140;2 GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGGGAUUCAAACC 
P3_OII_5;7327;2 GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGGGAUUCAAACC 
P3_OIO_39;467;2 GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGGAAUUCAAACC 
P3_OOI_2;17695; GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGGGAUUCAAACC 
P3_OOO_7;2945;2 GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGGAAUUCAAACC 
                **************************************************.********* 
 
 
Parent seq      CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGACGAGUUCC 
P3_II_349;34;29 CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUGAGUUCC 
P3_IOI_67;204;2 CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUGAGUUCC 
P3_IOO_83;140;2 CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUGAGUUCC 
P3_OII_5;7327;2 CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGACGAGUUCC 
P3_OIO_39;467;2 CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGACGAGUUCC 
P3_OOI_2;17695; CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUGAGUUCC 
P3_OOO_7;2945;2 CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUGAGUUCC 
                ****************************************************.******* 
 
 
Parent seq      UGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCGACUCGUCAGU 
P3_II_349;34;29 UGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCGACUCAUCAGU 
P3_IOI_67;204;2 UGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCGACUCAUCAGU 
P3_IOO_83;140;2 UGAAAUGGAACGAAACCUUUCCAACCCAUAAGUUUCGUCGCAUCCCAGCGACUCAUCAGU 
P3_OII_5;7327;2 UGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCGACUCGUCAGU 
P3_OIO_39;467;2 UGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCGACUCGUCAGU 
P3_OOI_2;17695; UGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCGACUCAUCAGU 
P3_OOO_7;2945;2 UGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCGACUCAUCAGU 
                *********************.********************************.***** 
 
 
Parent seq      GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCA-GCCCCUCC-ACCUUGGG 
P3_II_349;34;29 GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCA-GCCCCUCCGACCUUGGG 
P3_IOI_67;204;2 GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCACGCCCCUCC-ACCUUGGG 
P3_IOO_83;140;2 GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCA-GCCCCUCC-ACCUUGGG 
P3_OII_5;7327;2 GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCA-GCCCCUCC-ACCUUGGG 
P3_OIO_39;467;2 GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCA-GCCCCUCC-ACCUUGGG 
P3_OOI_2;17695; GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCA-GCCCCUCC-ACCUUGGG 
P3_OOO_7;2945;2 GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCA-GCCCCUCC-ACCUUGGG 
                *************************************** ******** ******** 
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